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Systemic immunity
Lymph nodes, spleen

Local immunity
MALT = mucosa associated lymphoid tissues

Gastrointestinal tract
Respiratory tract
Urogenital tract

Cutaneous immune system

Regional immunity



Mucosa associated lymphoid tissues



Large surface (>200m2)

Huge amount of harmless (and important!) 
foreign material: food and microbes

Small amount of pathogens

Delicate balance between tolerance and attack

Intestine
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IMMUNITY IN THE GASTROINTESTINAL SYSTEM

The gastrointestinal system, like other mucosal tissues, is 
composed of a tube-like structure lined by a continuous 
epithelial cell layer sitting on a basement membrane that 
serves as a physical barrier to the external environment. 
Underlying the epithelium is a layer of loose connective 
tissue in the gut called the lamina propria that contains 
blood vessels, lymphatic vessels, and mucosa-associated 
lymphoid tissues (Fig. 14-1). The submucosa is a dense 

connective tissue layer that connects the mucosa with 
layers of smooth muscle.

From the perspective of the immunologist, the gas-
trointestinal tract has two remarkable properties. First, 
the combined mucosa of the small and large bowel has 
a total surface area of more than 200 m2 (the size of a 
tennis court), made up mostly of small intestinal villi 
and microvilli. Second, the lumen of the gut is teeming 
with microbes, many of which are ingested along with 
food and most of which are continuously growing on the 
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FIGURE 14-1 The gastrointestinal immune system. A, Schematic diagram of the cellular components of the mucosal immune 
system in the intestine. B, Photomicrograph of mucosal lymphoid tissue in the human intestine. Similar aggregates of lymphoid tissue are 
found throughout the gastrointestinal tract.
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Intestinal lymphoid tissues

FIGURE 1 | Overview on the anatomy and structure of CP, ILF, and PP in the small intestine. SILT consists of a dynamic continuum of structures ranging 
from small cryptopatches (CP) to large mature isolated lymphoid follicles (ILF). CP start to develop into immature ILF by recruiting B cells. Mature ILF contain one big 
B cell follicle and develop germinal centers, vascular structures, and a follicle-associated epithelium. PP represent the most structured lymphoid organs in the 
intestine, containing several B cell follicles and distinct T and B cell areas.
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a!er birth, since ILC-speci"c loss of Ahr was shown to interfere 
with the postnatal expansion/survival of these cells (43, 44). 
Vitamin A, a dietary component, was also recently found to be 
required for normal numbers of RORγt+ ILC and ILF formation 
(45). Although the di#erent stages of the SILT (CP, immature and 
mature ILF) were present in mice fed with a vitamin A-de"cient 
diet, their total numbers were reduced in the middle and distal 
part of the intestine. It is likely that the development of fewer SILT 
in these mice is a consequence of the reduced numbers of RORγt+ 
ILC upon vitamin A de"ciency.

Besides this unexpected role of dietary products in the initial 
steps of ILF formation, it is less surprising that the intestinal 
microbiota also plays a role in the regulation of SILT develop-
ment. In this regard, it has been observed that the small intestine 
of germ-free mice contain normal numbers of CP and some 
small immature ILF which harbor only few B cells, whereas the 
transition into mature ILF depends on the presence of a bacte-
rial microbiota (33, 46, 47). A range of receptors and adaptor 
molecules involved in the recognition of bacteria-derived 
molecular patterns, including toll-like receptors (TLR) 2/4, 
myeloid di#erentiation primary response gene (MyD) 88, and 
nucleotide-binding oligomerization domain-containing protein 
(NOD) 2, were shown to contribute to the maturation of small 
intestinal ILF (47). In the same study, a more speci"c role in 
the early transition of CP into immature ILF was proposed for 
NOD1, which recognizes peptidoglycans (PGN) derived from 
Gram-negative bacteria. NOD1, which is expressed in small 
intestinal epithelial cells, induces upon recognition of PGN the 
secretion of factors, such as CCL20 or β-defensin 3 (mBD3). 
Both factors are ligands for CCR6, which is expressed by B cells 
and LTi cells. %us, activation of NOD1 may regulate the 
formation of ILF by activating LTi cells and by supporting the 
CCR6-dependent recruitment of B cells to CP (48). Supporting 

this hypothesis, mice de"cient either for CCR6 or mBD3 fail to 
develop ILF, and a similar phenotype could be observed in mice 
treated with a CCL20 neutralizing antibody (47).

LYMPHOID ORGANS OF THE  
COLON – SIMILARITIES AND 
DIFFERENCES TO SMALL INTESTINE

Interestingly, most of the factors and molecular mechanisms that 
govern the development of PP and SILT have been analyzed in the 
small intestine, while the formation of the respective lymphoid 
tissues in the colon has not been comprehensively studied until 
recently. Similar to the small intestine, also the colon of mice 
harbors distinct lymphoid tissues. Colonic patches represent 
the equivalents of PP in the small intestine. %ey are usually 
composed of two or more large B cell follicles with separate 
T cell areas and contain CD35+ FDCs as well as vessels with HEV. 
As in the small intestine, also SILT exists, which resemble in its 
appearance its small intestinal counterpart, ranging from small 
CP-like structures to mature colonic ILF containing one big B cell 
follicle with CD35+ FDC, but no de"ned T cell area (49, 50). 
As for PP, the development of colonic patches starts in utero with 
clustering of RORγt-expressing LTi cells and their interaction 
with VCAM-1+ stromal cells. Although the initial clustering of 
LTi cells at colonic patch primordium seems to be independent of 
LTα1β2–LTβR interaction, the further development into colonic 
patches strictly requires activation of this pathway as well as the 
sustained expression of CXCL13 (49). SILT development in the 
colon starts a!er birth with the clustering of LTi cells into CP-like 
structures surrounded by CD11c+ cells, and the successful for-
mation of these structures depends again on signaling via the 
LTβR pathway. Despite these important similarities, it is getting 

SILT: Solitary Intestinal lymphoid tissues



Cells of the intestinal immune system

Epithelial cells
Goblet cells: mucus secretion

mucus: inner (dense) and outer (less-dense) layer
antigen sampling…

Paneth cells: anti-microbial peptide secretion
M-cells: antigen transport

…all derived from Intestinal (epithelial) stem cells (ISC)

Epithelial cells express PRRs (TLRs, NLRs)
PRR ligation can lead either to inflammation or to tolerance



Cells of the intestinal immune system
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that promote invasion of more organisms. M cell lectins 
may also be used by certain enteric viruses to breach the 
epithelial barrier.

Microbial antigens in the gut lumen can be sampled 
by lamina propria dendritic cells that extend cytoplasmic 
processes between the intestinal epithelial cells (Fig. 14-4). 
Antigen-sampling dendritic cells are numerous in certain 
regions of the intestine, especially the terminal ileum, 
where they extend dendrites through the junctions 
between adjacent epithelial cells, apparently without 
disrupting the tight junctions. These antigen-sampling 
dendritic cells may promote protective adaptive immune 
responses to pathogens in the lumen. Unlike M cells, 
these dendritic cells are capable of processing and pre-
senting protein antigens to T cells within GALT. Dendritic 
cells resident in the lamina propria also capture antigens 
that enter between cells.

Mesenteric lymph nodes collect lymph-borne antigens 
from the small and large intestines and are sites of dif-
ferentiation of effector and regulatory lymphocytes that 
home back to the lamina propria. There are 100 to 150 
of these lymph nodes located between the membranous 
layers of the mesentery. Mesenteric lymph nodes serve 
some of the same functions as GALT, including differen-
tiation of B cells into IgA–secreting plasma cells and the 
development of effector T cells as well as regulatory T 
cells. The cells that differentiate in the mesenteric lymph 
nodes in response to bowel wall invasion by pathogens or 
commensals often home to the lamina propria (discussed 
later).

Lingual and palatine tonsils are nonencapsulated 
lymphoid structures located beneath stratified squamous 
epithelial mucosa in the base of the tongue and orophar-
ynx, respectively, and are sites of immune responses to 
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FIGURE 14-3 M cells in the small intestine. M cells are specialized intestinal epithelial cells found 
in the small bowel epithelium overlying Peyer’s patches and lamina propria lymphoid follicles (A). Unlike 
neighboring epithelial cells with tall microvillous borders and primary absorptive functions, M cells have 
shorter villi (B) and engage in transport of intact microbes or molecules across the mucosal barrier into gut-
associated lymphoid tissues, where they are handed off to dendritic cells (C). (Electron micrograph from Corr 
SC, Gahan CC, Hill C: M-cells: origin, morphology and role in mucosal immunity and microbial pathogenesis, 
FEMS Immunology and Medical Microbiology 52:2-12, 2008.)

M cell: transport of antigen from lumen to underlying cells
(not antigen presentation!!)



Cells of the intestinal immune system

Dendritic cells, Macrophages
Antigen presentation in mLNs
Usually promote tolerance (IL-10, TGFβ)
DCs: express retinal dehydrogenase à secrete retinoic 
acid à imprinting of gut-homing molecules

Innate lymphoid cells
(ILC1: NKs + non-cytotoxic ILC1s)
(ILC2: immune response against helminths, allergy)
ILC3: LTi, mucosal healing, inflammation
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organs, whereas in the adult mouse, they are mainly clustered in aggre-
gates together with stromal cells, dendritic cells (DCs) and B cells in 
cryptopatches, isolated lymphoid follicles or mature isolated lym-
phoid follicles15. In contrast, CCR6− ILC3s, ILC1s and ILC2s are scat-
tered throughout the intestine. The majority of CCR6− ILC3s express  
T-bet and NKp46 and are therefore commonly referred to as  
‘natural-cytotoxicity-receptor-positive’ (NCR+) ILC3s. Upregulation 
of T-bet expression in ILC3s induces downregulation of the transcrip-
tion factor RORGt and adaptation to a phenotype similar to that of 

ILC1s, characterized by the ability to produce IFN-G and promote 
tissue inflammation13,14,18–22 (Fig. 1).

Trafficking and tissue residency of ILCs
The functionality of ILCs is dependent on their microenvironment. 
ILC1s, ILC2s and ILC3s are localized mainly in mucosa-associated 
tissues, whereas cNK cells are ‘preferentially’ localized in second-
ary lymphoid organs. All ILCs develop from precursors in the bone 
marrow. cNK cells express the selectin CD62L, which allows them 
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Figure 1 The distribution of ILCs at the mucosa of the intestine. Non-cytotoxic ILCs (such as ILC1s, ILC2s and CCR6− ILC3s) are scattered in the 
lamina propria, whereas CCR6+ ILC3s reside in organized intestinal follicles, and cNK cells reside in lymphoid organs. In lymphoid organs, DCs prime 
cNK cells via trans-presentation of IL-15. After being activated, cNK cells secrete perforin, granzymes and IFN-G. ILC1s produce IFN-G and TNF and are 
activated by myeloid-cell-derived IL-12. ILC2s receive activating signals such as IL-33 and TSLP from epithelial cells and myeloid cells and IL-25 from 
tuft cells. ILC2s secrete IL-5 to recruit eosinophils and IL-13 to stimulate mucus production by goblet cells. ILC3s are activated by IL-23, IL-1A and 
IL-1B derived from myeloid cells and epithelial cells. CCR6+ ILC3s reside in intestinal follicles, where they interact with DCs, B cells and stromal cells. 
IL-22 produced by ILC3s stimulates ISC and paneth cells. Areg, amphiregulin; TSLPR, receptor for TSLP; EC, epithelial cell; ISC, intestinal stem cell; 
SC, stromal cell; B, B cell; LN, lymph node.

Innate lymphoid cells (ILCs)

Klose CSN and Artis D (2016) Innate lymphoid cells as regulators of immunity, inflammation and tissue homeostasis. Nature Immunology
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lumen. Smaller but significant quantities of IgG and IgM 
are also secreted into the gut lumen. Within the lumen, 
IgA, IgG, and IgM antibodies bind to microbes and tox-
ins and neutralize them by preventing their binding to 
receptors on host cells. This form of humoral immunity 
is sometimes called secretory immunity and has evolved 
to be particularly prominent in mammals. Antibody 
responses to antigens encountered by ingestion are typi-
cally dominated by IgA, and secretory immunity is the 
mechanism of protection induced by oral vaccines such 
as the polio vaccine. Several unique properties of the 
gut environment result in selective development of IgA-
secreting cells that either stay in the gastrointestinal tract 
or, if they enter the circulation, home back to the lamina 
propria of the intestines. The result is that IgA-secreting 
cells efficiently accumulate next to the epithelium that 
will take up the secreted IgA and transport it into the 
lumen.

IgA is produced in larger amounts than any other 
antibody isotype. It is estimated that a normal 70-kg adult 
secretes about 2g of IgA per day, which accounts for 60% 
to 70% of the total production of antibodies. This tre-
mendous output of IgA is because of the large number of 
IgA-producing plasma cells in the GALT, which by some 
estimates account for 80% of all the antibody-producing 
plasma cells in the body (Fig. 14-6). Because IgA synthe-
sis occurs mainly in mucosal lymphoid tissue and most 
of the locally produced IgA is efficiently transported into 
the mucosal lumen, this isotype constitutes less than one 

quarter of the antibody in plasma and is a minor compo-
nent of systemic humoral immunity compared with IgG 
and IgM.

The dominance of IgA production by intestinal plasma 
cells is due in part to selective induction of IgA isotype 
switching in B cells in GALT and mesenteric lymph nodes. 
IgA class switching in the gut can occur by T-dependent 
and T-independent mechanisms (Fig. 14-7). In both 
cases, the molecules that drive IgA switching include a 
combination of soluble cytokines and membrane pro-
teins on other cell types that bind to signaling receptors 
on B cells (see Chapter 12). TGF-β, the major cytokine 
required for IgA isotype switching in the gut as well as in 
other mucosal compartments, is produced by intestinal 
epithelial cells and dendritic cells in GALT. Furthermore, 
GALT dendritic cells express the αvβ8 integrin, which is 
required for activation of TGF-β. Several molecules that 
promote IgA class switching are expressed by intestinal 
epithelial cells or GALT dendritic cells in response to TLR 
signaling, and the commensal bacteria in the gut lumen 
produce ligands that bind to the relevant TLRs. For 
example, T-independent IgA and IgG switching requires 
binding of the TNF family cytokine APRIL to the TACI 
receptor on B cells, and intestinal epithelial cells produce 
APRIL in response to TLR ligands made by commensal 
bacteria. Intestinal epithelial cells also produce thymic 
stromal lymphopoietin (TSLP) in response to TLR sig-
nals, and TSLP stimulates additional APRIL production 
by GALT dendritic cells. TLR ligands made by commensal 

FIGURE 14-5 Homing properties 
of intestinal lymphocytes. The gut-
homing properties of effector lymphocytes 
are imprinted in the lymphoid tissues, where 
they have undergone differentiation from naive 
precursors. Dendritic cells in gut-associated 
lymphoid tissues, including Peyer’s patches 
and mesenteric lymph nodes, are induced by 
thymic stromal lymphopoietin (TSLP) and other 
factors to express retinaldehyde dehydrogenase 
(RALDH), which converts dietary vitamin A 
into retinoic acid. When naive B or T cells are 
activated by antigen in GALT, they are exposed 
to retinoic acid produced by the dendritic 
cells, and this induces the expression of the 
chemokine receptor CCR9 and the integrin α4β7 
on the plasma cells and effector T cells that 
arise from the naive lymphocytes. The effector 
lymphocytes enter the circulation and home 
back into the gut lamina propria because the 
chemokine CCL25 (the ligand for CCR9) and 
the adhesion molecule MadCAM (the ligand for 
α4β7) are displayed on lamina propria venular 
endothelial cells.
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Intestinal humoral response

IgA+ B cells!!!! 
(some IgM, IgG…)
Isotype switch: both T-dependent, but also T-independent (!)
Large amounts of TGFβ

Neutralizing immunity: prevents microbes/toxins from binding to/crossing 
the epithelium

Within lymphoid follicles (PP, ILF) and dispersed throughout the lamina 
propria

IgA: dimer, transported across the epithelium via poly-Ig receptor 
(=transcytosis)
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The human lactating mammary gland contains a large 
number of IgA-secreting plasma cells, and the mammary 
gland epithelium can store large quantities of secretory 
IgA. The plasma cells in the breast originate from vari-
ous mucosa-associated lymphoid tissues. They home to 
the breast because most IgA plasmablasts express CCR10, 

no matter which lymphoid tissues they were generated 
in, and the breast tissues express CCL28, the chemokine 
that binds CCR10. Therefore, during breast-feeding, a 
child ingests a significant quantity of maternal IgA, which 
provides broad polymicrobial protection in the infant’s 
gut. Moderate amounts of IgG and IgM are also secreted 
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FIGURE 14-7 IgA class switching in the gut. IgA class switching in the gut occurs by both 
T-dependent and T-independent mechanisms. A, In T-dependent IgA class switching, dendritic cells in the 
subepithelial dome of Peyer’s patches capture bacterial antigens delivered by M cells and migrate to the 
interfollicular zone, where they present antigen to naive CD4+ T cells. The activated T cells differentiate into 
helper T cells with a T follicular helper phenotype and engage in cognate interactions with antigen-presenting 
IgM+IgD+ B cells that have also taken up and processed the bacterial antigen. B cell class switching to IgA 
is stimulated through T cell CD40L binding to B cell CD40, together with the action of TGF-β. This T cell–
dependent pathway yields high-affinity IgA antibodies. B, T-independent IgA class switching involves dendritic 
cell activation of IgM+IgD+ B cells, including B-1 cells. TLR ligand–activated dendritic cells secrete cytokines 
that induce IgA class switch, including BAFF, APRIL, and TGF-β. This T cell–independent pathway yields 
relatively low-affinity IgA antibodies to intestinal bacteria. The molecular mechanisms of class switching are 
described in Chapter 12.

T-dependent IgA production
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T-independent IgA production
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into breast milk and contribute to the passive immunity 
of breast-fed children. Many epidemiologic studies have 
shown that breast-feeding significantly reduces the risk 
of diarrheal disease and sepsis, especially in developing 
countries, and this correlates with the presence of secre-
tory IgA in breast milk specific for enterotoxic species of 
bacteria including Escherichia coli and Campylobacter.

T Cell–Mediated Immunity in the Gastrointestinal Tract
T cells play important roles in protection against microbial 
pathogens in the gastrointestinal system and in regulat-
ing responses to food and commensal antigens. Further-
more, T cells contribute to inflammatory diseases in the 
gastrointestinal tract. As in other parts of the body, T cell 
immunity in the gut involves different subsets of T cells 
and is influenced in various ways by antigen-presenting 
dendritic cells, which also belong to different subsets. In 
this section, we will discuss important features of T cell 
and dendritic cell functions in the intestines.

T cells are found within the gut epithelial layer, scat-
tered throughout the lamina propria and submucosa, 
and within Peyer’s patches and other organized collec-
tions of follicles. In humans, most of the intraepithelial T 
cells are CD8+ cells. In mice, about 50% of intraepithelial 
lymphocytes express the γδ form of the TCR, similar to 
intraepidermal lymphocytes in the skin. In humans, only 
about 10% of intraepithelial lymphocytes are γδ cells, 
but this proportion is still higher than the proportions of 
γδ cells found among T cells in other tissues. Both the αβ 
and the γδ TCR–expressing intraepithelial lymphocytes 
show limited diversity of antigen receptors. These find-
ings support the idea that mucosal intraepithelial lym-
phocytes have a limited range of specificity, distinct from 
that of most T cells, and this restricted repertoire may 
have evolved to recognize microbes that are commonly 
encountered at the epithelial surface. Lamina propria 
T cells are mostly CD4+, and most have the phenotype 
of activated effector or memory T cells, the latter with 
an effector memory phenotype (see Chapter 9). Recall 
that these lamina propria effector and memory T cells 
are generated from naive precursors in the GALT and 
mesenteric lymph nodes, enter the circulation, and pref-
erentially home back into the lamina propria (see Fig. 
14-5). T cells within Peyer’s patches and in other follicles 

adjacent to the intestinal epithelium are mostly CD4+ 
helper T cells, including follicular helper T cells, and reg-
ulatory T cells.

Dendritic cells and macrophages are abundant in the 
gastrointestinal immune system and can participate in 
stimulating protective effector T cell responses or induc-
ing regulatory T cell responses that suppress immunity to 
ingested antigens and commensal organisms. In the gut 
and in other mucosal tissues, some dendritic cells and 
macrophages project dendrites between epithelial cells 
and sample luminal contents, as discussed earlier. Den-
dritic cells that have captured antigens migrate, through 
lymphatic drainage, into mesenteric lymph nodes, where 
they present processed protein antigens to naive T cells 
and induce the differentiation of these T cells into IFN-
γ–, IL-17– or IL-4–producing effector cells or into FoxP3+ 
Treg. Gut tissue macrophages can also promote the local 
expansion of regulatory T cells. The ability of dendritic 
cells and macrophages to drive the induction or expan-
sion of regulatory T cells is dependent on their ability to 
produce TGF-β and retinoic acid at the time of antigen 
presentation to T cells.

In the gastrointestinal tract, different subsets of effec-
tor CD4+ T cells are induced by and protect against dif-
ferent microbial species. In Chapter 10, we introduced 
the concept that helper T cell subsets that secrete dif-
ferent cytokines are specialized for protection against 
different types of microbes. This fundamental concept 
is highly relevant to the mucosal immune system. The 
commensal bacterial microflora of the gut lumen exerts 
profound influences on T cell phenotypes, even during 
homeostasis.
  
 !  TH17 cells. Studies in mice have shown that certain 

classes of bacteria, or in some cases individual species 
of bacteria, can shift the dominant pattern of T cell cy-
tokine production. For example, the lamina propria of 
the small bowel in healthy mice is particularly rich in 
IL-17–producing cells, whereas the colon is not, and 
the presence of the TH17 cells depends on coloniza-
tion of the gut with a certain phylum of bacteria (seg-
mented filamentous bacteria) in the postnatal period. 
This steady-state presence of TH17 cells is required 
for protection against pathogenic species of bacteria 

FIGURE 14-8 Transport of IgA 
across epithelial cells. IgA is 
produced by plasma cells in the lamina 
propria of mucosal tissue and binds 
to the poly-Ig receptor at the base 
of an epithelial cell. The complex is 
transported across the epithelial cell, 
and the bound IgA is released into 
the lumen by proteolytic cleavage. 
The process of transport across 
the cell, from the basolateral to the 
luminal surface in this case, is called 
transcytosis.
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Intestinal T-cell response
Location

Dispersed:
Intraepithelial lymphocytes: mainly CD8+ or γδ T cells 
Lamina propria lymphocytes: mainly CD4+ effector/memory cells

Organized lymphoid tissues:
Peyer’s patches
Isolated lymphoid follicles
mainly CD4+ T cells (Tregs, follicular helper T cells)

Types of T cells
TH17 (~ILC3!)

produce IL-17, IL-22
important in immune response against certain (extracellular) pathogenic bacteria

TH2 (~ILC2!)
produce IL-4, IL-13
important in immune response against helminths

Regulatory T cells (Tregs)
produce TGFβ, IL-10
important in inducing tolerance against non-pathogenic microbes



Intestinal microbiome
1014 cells (10x cells of the human body!)

Required for and regulate immunity of the intestine and also influence 
systemic immunity

Identification: 16S rRNA sequencing (specific for bacterial strains)

Extraintestinal consequences
Rheumatoid arthritis
Allergic diseases (asthma)

Example:
Clostridium difficile infection: usually caused by alteration of normal 

flora by antibiotic use
Treatment: fecal transplantation (bacterial flora from healthy donors)



Cutaneous immune system



Cutaneous immune system
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produce include defensins, S100, and cathelicidins 
(see Chapter 4). The cytokines made by keratinocytes 
include TNF, thymic stromal lymphopoietin (TSLP), 
IL-1, IL-6, IL-18, and IL-33, which promote inflamma-
tion; GM-CSF, which induces differentiation and activa-
tion of dendritic cells in the epidermis, discussed later; 
and IL-10, which controls immune responses. Kerati-
nocytes produce the chemokine CCL27, which partici-
pates in recruitment of lymphocytes expressing CCR10.  
The induced expression of defensins, cytokines, and che-
mokines by keratinocytes depends on innate immune 
receptors including TLRs and NLRs. Keratinocytes 
express most of the TLRs and NLRP3, which is a compo-
nent of the IL-1–processing inflammasome (see Chapter 
4). Keratinocytes in normal skin constitutively synthesize 
pro–IL-1β and pro–IL-18. Stimuli such as UV irradiation 
activate the inflammasome to process these pro-cyto-
kines to the active forms, which explains the inflam-
matory response to sunburn. When signal transduction 
pathways linked to inflammatory responses, such as the 
NF-κB and STAT3 pathways, are genetically activated 
only in keratinocytes, mice develop inflammatory skin 

diseases, showing the potential of keratinocytes to act as 
central players of cutaneous immune responses.

Several dendritic cell populations are normally pres-
ent in the skin and contribute both to innate immune 
responses and to initiation of T cell responses to micro-
bial and environmental antigens that enter the body 
through the skin. In the epidermis, the most abundant 
dendritic cells are the Langerhans cells, which express a 
C-type lectin receptor called langerin (CD207) and have 
numerous Birbeck granules in the cytoplasm (see Fig. 
6-4). The dendrites of Langerhans cells form a dense 
meshwork between the keratinocytes of the epider-
mis. In the dermis, there are relatively sparse langerin-
expressing CD103+ dendritic cells, which are a distinct 
lineage from Langerhans cells, and langerin-negative 
dendritic cells, such as plasmacytoid dendritic cells. 
Each of these dendritic cell populations express innate 
pattern recognition receptors for PAMPs expressed on 
microbes and for damage-associated molecular patterns 
(DAMPs) expressed on injured cells. The dendritic cells 
respond to these ligands by secreting inflammatory 
cytokines.
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FIGURE 14-9 Cellular components of the cutaneous immune system. The major components of the cutaneous 
immune system shown in this schematic diagram include keratinocytes, Langerhans cells, and intraepithelial lymphocytes, all located 
in the epidermis, and T lymphocytes, dendritic cells, and macrophages, located in the dermis.
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Cells of the cutaneous immune system

Keratinocytes
Physical barrier
Cytokines: TNFα, IL-1, IL-6 (inflammation); IL-10 (regulation)
Chemokines: CCL27
Anti-microbial peptides: defensins, cathelicidins
Activation: through PRRs (TLRs, NLRs)

Dendritic cells
Mainly Langerhans cells
Migrate to regional lymph nodes following phagocytosis of antigens
Present antigens to T cells, imprint skin-homing properties

T cells
Intraepidermal: mainly CD8+ or γδ T cells
Dermal: CD4+ (TH1, TH2, TH17, Treg)



Homing to the skin
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activates plasmacytoid dendritic cells in the skin through 
TLR9. Activated plasmacytoid dendritic cells produce 
abundant IFN-α, and psoriatic skin has a strong type I 
interferon signature (i.e., expression of many interferon-
induced genes). One of the effects of IFN-α is activation of 
other dendritic cells that are induced to migrate to lymph 
nodes, activate helper T cells of unknown antigen speci-
ficity, and induce their differentiation into skin-homing 
effector cells. These T cells circulate to the dermis and 
further promote an inflammatory cascade and persistent 
keratinocyte proliferation. Both TH1 and TH17 cells have 
been implicated in this phase of the disease. Clinical trials 
of IL-17 antagonists have shown impressive efficacy in 
psoriasis, as have TNF inhibitors. A central unanswered 
question about this disease is the identity of the antigens 
recognized by the T cells.

Atopic dermatitis is a chronic inflammatory disease of 
the skin characterized by itchy rashes, which is driven by 
TH2 responses to environmental antigens in genetically 
susceptible individuals. There is evidence that atopic 
dermatitis develops when there are underlying defects 
in epidermal barrier function, leading to increased anti-
gen entry into the skin and accentuated TH2-mediated 
immune responses to otherwise innocuous antigens. 
Mutations in a structural protein involved in keratino-
cyte differentiation and barrier function, called filaggrin, 
are often associated with atopic dermatitis. Secondarily, 
TH2 responses stimulate B cell production of IgE specific 
for environmental antigens, as well as IgE-dependent 
mast cell activation in response to those antigens (see 
Chapter 20) contributes to the clinical manifestations of 
the disease.

FIGURE 14-10 Homing properties 
of skin lymphocytes. The skin-homing 
properties of effector lymphocytes are 
imprinted in skin-draining lymph nodes where 
they have undergone differentiation from 
naive precursors. Ultraviolet rays in sunlight 
(UVB) stimulate production of vitamin D, 
which induces expression of CCR10, IL-12 
induces expression of the E-selectin ligand 
cutaneous lymphocyte antigen (CLA), and 
other signals induce CCR4, CCR8, and 
CCR10 expression. These homing molecules 
direct migration of the effector T cells into 
the skin.
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